Exercise 1.
IntAct database

http://www.ebi.ac.uk/intact/
Simple search in the IntAct database

Type the LRRK1 name in the search box and start the search.

Q1: How many binary interactions did you get?

How many of these are “spoke” interactions? 

How many are left if you leave these out?

What type of experiments are the interactions based on?

Click on visualizing the interaction network and explore.

(Graph)

Go to the  Interactors tab. 

Q2: For how many proteins are there interaction data? 

Are there other molecular besides proteins LRRK1 interacts with ?

(check compounds link)

Select all the proteins, and click on the Search Interactions option.

Q3: How many interactions and interaction partners did you find?

Repeat the search for the LRRK1_HUMAN protein.

Q4: What is the difference between the two searches?

What is the the number of interacting protein in this case? 

Search the interaction between LRRK1 and Fkbp5 proteins .

Type 

LRRK1 AND Fkbp5 

into the search box.

Find the identifier this interaction : 

(EBI-...)

Go to the detailed view.

Q5: What is the type of the interaction?

What other proteins are part of the complex? 

What kind of featured were observed and what is the specific region is it associated with? 

(Click on the  F)

Exercise 2.

There are no hits for interaction for protein Q5FVN9 in the IntAct database.

Can you find similar species where there are information about interaction partner for the same protein?

For this go the www.ebi.ac.uk/tools/sss page. Select one of sequence search options, for example the  NCBI-BLAST.

Start the search with the sequence for the Q5FVN9 protein. You are going to get a table as a result with the identifier and the available annotations of similar sequences in it.   

Can you find sequences which have “Molecular Interaction” annotation?

Q:  Which species? 

Exercise 3.
Go the Biogrid database ( http://thebiogrid.org )

Search for the human TYMS protein. 
Q: How many interactions did you find? What type of experiments did the interactions come from?

Are there interactions that came from LTP experiments? That are confirmed by multiple experiments? Or by multiple publication? 

Go the  STRING database. (http://string-db.org/)
Search for the human TYMS protein here too. 

Choose the highest confidence criteria and extend the number of interactions to 20.
(You can do this at the lower part of the page, and you need to update then you can use the new settings)  

Look at the network, and check again using confidence mode and evidence mode. 

For which interaction there is the most evidence? Which protein has the highest correlation in expression level?  

Choose the experimental evidence only but select low confidence interactions as well. 

Now repeat the search for the mouse TYMS protein. How  did the interaction network change?

